
 

 

A/Prof Kennerson and Dr Ahmad Annuar leading a computer practical 
session.  

 

19 June 2014 

Teaching the international language of genes 

Concord Hospital’s Associate Professor 
Marina Kennerson recently visited the 
University of Malaya in Kuala Lumpur to 
run a two day workshop on the next 
generation of gene sequencing. 

A/Prof Kennerson said the trip followed 
her collaborative work with other 
researchers to map genes for Charcot-
Marie-Tooth disease in Malaysian 
families. 

She said next generation sequencing had 
become an essential technology used to 
screen families for mutations in genes known to be associated with the disease, 80 of which 
have been mapped so far, and to discover new genes associated with the disease. 

“The overall goal was to bring together other researchers in Malaysia who had an interest in 
gene mapping and next generation sequencing and wanted to use these approaches in 
their research,” A/Prof Kennerson said.  

The program included teaching lectures and a next generation sequencing computing 
practical conducted by A/Prof Kennerson, as well as company sessions and presentations 
by other research groups doing gene mapping in Malaysia. 

She said the opportunity to share her knowledge and expertise with her colleagues in 
Malaysia was a great experience.  

“Many of the participants gave positive feedback about the value of what they learned and 
the appropriate timing to hold such a workshop in their country,” she said.     

A/Prof Kennerson has worked in the gene mapping field for over 20 years and has seen the 
evolution of modern genomic strategies to map new Charcot-Marie-Tooth disease genes.  

Through NHMRC funding she has been instrumental in implementing next generation 
sequencing technologies as part of the Inherited Peripheral Neuropathies Gene Discovery 
program at the ANZAC Research Institute.  

She recently discovered two genes causing X-linked distal motor neuropathy (ATP7A) and 
X-linked Charcot-Marie-Tooth (PDK3), combining traditional gene mapping techniques with 
cutting edge genomic technologies.  


